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What is IPAD
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Five criteria for designing the IPAD

» |) comprehensive pathway coverage;

» 2) gene/protein to pathway/disease/drug/organ
association;

» 3) interassociation between pathway, disease, drug,
and organ;

» 4) multiple and quantitative measurement of
enrichment and interassocaition;

» and 5) cross-linking of multiple available data sources.



Current Statistics of IPAD

Total Number of Pathways 1956
(BioCarta:310,KEGG:247, NCI-Nature
curated:222, Reactome: | 177)

Total Number of Molecules 11663
Total Number of Diseases 6704
(CTD:5892, PharmGKB:812)
Total Number of Molecules 17925
T orugsandMoleces | Cowmt
Total Number of Drugs 5615
(DrugBank:4604, PharmGKB: 101 1)

Total Number of Molecules 3735

Total Number of Organs 52
Total Number of Molecules 5599



Three Innovative Functions

» ) The most interesting and novel aspect is "inter-
association analysis", which predicts relationships between
components (pathways, diseases, drugs, and organs) on
the basis of intermediating gene sets,

» 2) ability to identify previously undiscovered components
(pathways, diseases, drugs, and organs) by the traditional
pathway enrichment analysis.

» 3) ability to self-validate by enrichment analysis and inter-
association analysis,



IPAD Search Interface
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Self-Validation
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Thank you for your attention!
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